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Amendments to the Drawings: 



Attorney Docket No. 323-1 00US-D 



Please add the following new drawings, Figures 11, 12, 13, 14, 15, 16, 17, 18 
and 19, after Figure 10. The attached new sheets of drawings includes Figures 11, 12, 
13, 14, 15, 16, 17, 18 and 19 to be added. 

Attachment: New Sheets 
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(3) Sequence Description : Figure 11 
1 ATGTCCCCTATACTAGGTTATTGGAAAATTAAGGGCCTTGTGCAACCC 
5 MetSerProIleLeuGlyTyrTrpLysIleLysGlyLeuValGlnPro 16 

4 9 ACTCGACTTCTTTTGGAATATCTTGAAGAAAAATATGAAGAGCATTTG 

ThrArgLeuLeuLeuGluTyrLeuGluGluLysTyrGluGluHisLeu 3 2 

10 97 TATGAGCGCGATGAAGGTGATAAATGGCGAAACAAAAAGTTTGAATTG 

TyrGluArgAspGluGlyAspLysTrpArgAsnLysLysPheGluLeu 4 8 

145 GGTTTGGAGTTTCCCAATCTTCCTTATTATATTGATGGTGATGTTAAA 

GlyLeuGluPheProAsnLeuProTyrTyrlleAspGlyAspValLys 64 

15 

193 TTAACACAGTCTATGGCCATCATACGTTATATAGCTGACAAGCACAAC 

LeuThrGl nS erMet Al al 1 el 1 eArgTyr 1 1 eAl aAspLy sHis Asn 8 0 

241 ATGTTGGGTGGTTGTCCAAAAGAGCGTGCAGAGATTTCAATGCTTGAA 
20 MetLeuGlyGlyCysProLysGluArgAlaGluIleSerMetLeuGlu 9 6 

289 GGAGCGGTTTTGGATATTAGATACGGTGTTTCGAGAATTGCATATAGT 

GlyAlaValLeuAspIleArgTyrGlyValSerArglleAlaTyrSer 112 

2 5 3 37 AAAGACTTTGAAACTCTCAAAGTTGATTTTCTTAGCAAGCTACCTGAA 

LysAspPheGluThrLeuLysValAspPheLeuSerLysLeuProGlu 128 

3 85 ATGCTGAAAATGTTCGAAGATCGTTTATGTCATAAAACATATTTAAAT 

MetLeuLysMetPheGluAspArgLeuCysHisLysThrTyrLeuAsn 144 

30 

433 GGTGATCATGTAACCCATCCTGACTTCATGTTGTATGACGCTCTTGAT 

GlyAspHisValThrHisProAspPheMetLeuTyrAspAlaLeuAsp 160 

481 GTTGTTTTATACATGGACCC AATGTGCCTGGATGCGTTCCCAAAATTA 
35 ValValLeuTyrMetAspProMetCysLeuAspAlaPheProLysLeu 176 



529 GTTTGTTTTAAAAAACGTATTGAAGCTATCCCACAAATTGATAAGTAC 

ValCysPheLysLysArglleGluAlalleProGlnlleAspLysTyr 192 

577 TTGAAATCCAGCAAGTATATAGCATGGCCTTTGCAGGGCTGGCAAGCC 
5 LeuLysSerSerLysTyrlleAlaTrpProLeuGlnGlyTrpGlnAla 2 08 

62 5 ACGTTTGGTGGTGGCGACCATCCTCCAAAATCGGATCTGGTTCCGCGT 

ThrPheGlyGlyGlyAspHisProProLysSerAspLeuValProArg 2 24 

10 673 GGATCCATGAGCACGATTCCCAAACCTCAAAGAAAAACCAAACGTAAC 

GlySerMetSerThrlleProLysProGlnArgLysThrLysArgAsn 2 4 0 

7 21 ACCAACCGTCGCCCACAGGAATTCATCGTGACTGACTGA 

ThrAsnArgArgProGlnGluPhelleValThrAspEnd 2 52 

15 

(4) Sequence Description : Figure 12 
1 ATGTCCCCTATACTAGGTTATTGGAAAATTAAGGGCCTTGTGCAACCC 

MetSerProIleLeuGlyTyrTrpLysIleLysGlyLeuValGlnPro 16 

2 0 49 ACTCGACTTCTTTTGGAATATCTTGAAGAAAAATATGAAGAGCATTTG 

ThrArgLeuLeuLeuGluTyrLeuGluGluLysTyrGluGluHisLeu 3 2 

9 7 TATGAGCGCGATGAAGGTGATAAATGGCGAAACAAAAAGTTTGAATTG 

TyrGluArgAspGluGlyAspLy sTrpArgAsnLy sLy sPheGluLeu . 4 8 

25 

14 5 GGTTTGGAGTTTCCCAATCTTCCTTATTATATTGATGGT'GATGTTAAA 

GlyLeuGluPheProAsnLeuProTyrTyrlleAspGlyAspValLys 64 

193 TTAACACAGTCTATGGCCATCATACGTTATATAGCTGACAAGCACAAC 

3 0 LeuThrGlnSerMetAlallelleArgTyrlleAlaAspLysHisAsn 80 

241 ATGTTGGGTGGTTGTCCAAAAGAGCGTGCAGAGATTTCAATGCTTGAA 

MetLeuGlyGlyCysProLysGluArgAlaGluIleSerMetLeuGlu 9 6 

3 5 289 GGAGCGGTTTTGGATATTAGATACGGTGTTTCGAGAATTGCATATAGT 

GlyAlaValLeuAspIleArgTyrGlyValSerArglleAlaTyrSer 112 



33 7 AAAGACTTTGAAACTCTCAAAGTTGATTTTCTTAGCAAGCTACCTGAA 

LysAspPheGluThrLeuLysValAspPheLeuSerLysLeuProGlu 128 

5 385 ATGCTGAAAATGTTCGAAGATCGTTTATGTCATAAAACATATTTAAAT 

MetLeuLysMetPheGluAspArgLeuCysHisLysThrTyrLeuAsn 144 

433 GGTGATCATGTAACCCATCCTGACTTCATGTTGTATGACGCTCTTGAT 

GlyAspHisValThrHisProAspPheMetLeuTyrAspAlaLeuAsp 160 

10 

481 GTTGTTTTATACATGGACCCAATGTGCCTGGATGCGTTCCCAAAATTA 

ValValLeuTyrMetAspProMetCysLeuAspAlaPheProLysLeu 17 6 

529 GTTTGTTTTAAAAAACGTATTGAAGCTATCCCACAAATTGATAAGTAC 
15 ValCysPheLysLysArglleGluAlalleProGlnlleAspLysTyr 192 

577 TTGAAATCCAGCAAGTATATAGCATGGCCTTTGCAGGGCTGGCAAGCC 

LeuLysSerSerLysTyrlleAlaTrpProLeuGlnGlyTrpGlnAla 2 08 

2 0 625 ACGTTTGGTGGTGGCGACCATCCTCCAAAATCGGATCTGGTTCCGCGT 

ThrPheGlyGlyGlyAspHisProProLysSerAspLeuValProArg 2 24 

673 GGATCCGACGTCAAGTTCCCGGGTGGCGGTCAGATCGTTGGTGGAGTT 

GlySerAspValLysPheProGlyGlyGlyGlnlleValGlyGlyVal 2 40 



25 



721 TACTTGTTGCCGCGCAGGGAATTCATCGTGACTGACTGA 

TyrLeuLeuProArgArgGluPhelleValThrAspEnd 2 52 



5 

(6) Sequence Description : Figure 13 
1 ATGTCCCCTATACTAGGTTATTGGAAAATTAAGGGCCTTGTGCAACCC 

MetSerProIleLeuGlyTyrTrpLysIleLysGlyLeuValGlnPro 16 

10 49 ACTCGACTTCTTTTGGAATATCTTGAAGAAAAATATGAAGAGCATTTG 

ThrArgLeuLeuLeuGluTyrLeuGluGluLysTyrGluGluHisLeu 3 2 

9 7 TATGAGCGCGATGAAGGTGATAAATGGCGAAACAAAAAGTTTGAATTG 

TyrGluArgAspGluGlyAspLysTrpArgAsnLysLysPheGluLeu 48 

15 

145 GGTTTGGAGTTTCCCAATCTTCCTTATTATATTGATGGTGATGTTAAA 

GlyLeuGluPheProAsnLeuProTyrTyrlleAspGlyAspValLys 64 

193 TTAACACAGTCTATGGCCATCATACGTTATATAGCTGACAAGCACAAC 
20 LeuThrGlnSerMetAlallelleArgTyrlleAlaAspLysHisAsn 80 

241 ATGTTGGGTGGTTGTCCAAAAGAGCGTGCAGAGATTTCAATGCTTGAA 

MetLeuGlyGlyCysProLysGluArgAlaGluIleSerMetLeuGlu 96 

25 289 GGAGCGGTTTTGGATATTAGATACGGTGTTTCGAGAATTGCATATAGT 

GlyAlaValLeuAspIleArgTyrGlyValSerArglleAlaTyrSer 112 

3 37 AAAGACTTTGAAACTCTCAAAGTTGATTTTCTTAGCAAGCTACCTGAA 

LysAspPheGluThrLeuLysValAspPheLeuSerLysLeuProGlu 128 

30 

3 85 ATGCTGAAAATGTTCGAAGATCGTTTATGTCATAAAACATATTTAAAT 

MetLeuLysMetPheGlviAspArgLeuCysHisLysThrTyrLeuAsn 144 

433 GGTGATCATGTAACCCATCCTGACTTCATGTTGTATGACGCTCTTGAT 
35 GlyAspHisValThrHisProAspPheMetLeuTyrAspAlaLeuAsp 160 



481 GTTGTTTTATACATGGACCCAATGTGCCTGGATGCGTTCCCAAAATTA 

ValValLeuTyrMetAspProMetCysLeuAspAlaPheProLysLeu 17 6 

529 GTTTGTTTTAAAAAACGTATTGAAGCTATCCCACAAATTGATAAGTAC 

ValCysPheLysLysArglleGluAlalleProGlnlleAspLysTyr 192 

577 TTGAAATCCAGCAAGTATATAGCATGGCCTTTGCAGGGCTGGCAAGCC 

LeuLysSerSerLysTyrlleAlaTrpProLeuGlnGlyTrpGlnAla 2 08 

625 ACGTTTGGTGGTGGCGACCATCCTCCAAAATCGGATCTGGTTCCGCGT 

ThrPheGlyGlyGlyAspHisProProLysSerAspLeuValProArg 2 24 



673 GGATCCAGCACGATTCCCAAACGTCAAAGAAAAACCAAACGTAACACC 

GlySerSerThrlleProLysProGlnArgLysThrLysArgAsnThr 24 0 

721 AACCGTCGCCCACAGGACGTCAAGTTCCCGGGTGGCGGTCAGATCGTT 

AsnArgArgProGlnAspValLysPheProGlyGlyGlyGlnlleVal 2 56 



769 GGTGGAGTTTACTTGTTGCCGCGCAGGGAATTCATCGTGACTGACTGA 

GlyGlyValTyrLeuLeuProArgArgGluPhelleValThrAspEnd 271 

(7) Sequence Description : Figure 14 

5 ' -GATCCATGAGCACGATTCCCAAACCTCAAAGAAAAACCAAACGTAACACCAACCGTCGC 
CCACAGG-3' 

(8) Secfuence Description : Figure 15 

5 ' -AATTCCTGTGGGCGACGGTTGGTGTTACGTTTGGTTTTTCTTTGAGGTTTGGGAATCGT 
GCTCATG-3 ' 

(9) Sequence Description : Figure 16 

5 7 -GATCCGACGTCAAGTTCCCGGGTGGCGGTCAGATCGTTGGTGGAGTTTACTTGTTGCCG 
CGCAGGG-3 ' 

(10) Sequence Description : Figure 17 

5 ' -AATTCCCTGCGCGGCAACAAGTAAACTCCACCAACGATCTGACCGCCACCCGGGAACTT 
GACGTCG-3 ' 



(13) Sequence Description ; Figure 
GAATTCTTACCTGCGCGGCAACAAGTAAACTC-3 ' 

(14) Sequence Description : Figure 
GCTGGATCCAGCACGATTCCCAAACCTCAAAG-3 ' 



